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1. Sensor Chip CM5 (Cytiva, #&5: BR100530)

2. 96 fL# (Greiner, $85: 650101)

3. Microplate Foil 96-well (Cytiva, $7%5: 28975816)

4. HBS buffer (S25ZERCH])

5. Acetate 5.0 (Cytiva, $55: BR100351)

6. Acetate 5.5 (Cytiva, $55: BR100352)

7. NaOH 50 (Cytiva, $75: BR100358)

8. Amine Coupling Kit (Cytiva, 535 : BR100050)

9. HBOI-BRPF2 (F#RiK, sLf=sgfiaift, mfhEHFRIANEHZ AR HBO1 R LM (&
FLPRTREL 336-611) 1 BRPF2 HY N Ui B (B ERRTRES 31-80))

10. CoA (Merck, 525 : C4282)

11. Ace-CoA (Merck, £35: A2181)

12. Pro-CoA (Merck, #&5: P5397)

13. But-CoA (Merck, 535 : B1508)

14. Cro-CoA (Merck, T85: 28007)

15. Succ-COA (Merck, Fi5: S1129)
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1. Biacore 8K (Cytiva, 5&5: 29337763)

2. WHREXAESE (HMIURERHIEARAF, 35 GL-802A)

3. Barnstead™ GenPure™ Pro 7K{§+{t.Z2%4t (Thermo Scientific, $&5: 50131952)
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1. Bl 1x HBS buffer (& 10 mM HEPES (pH 7.4) #1150 mM NaCl, F5+E%), 0.22 um JEEL RS 1E

NAIRSZSE A Running Buffer, Biacore 8K (X &3 HFX L5045 2 L Running Buffer J'H, M 2 L Running
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Buffer FHHIFH H 2 x 45 mL Running Buffer B FF4TCEMN 50 mL BLOEH, UEESSERHP Y
(AR DA B TCRE S JlIE B REFLAN FEAARRR TR

5[] Biacore 8K AL MAR A IE R,  PAGRBEE R AR SIS R L RIS,

RUEERMI RGN 25 °C, RAE{NAFIIRE LB S IEM,

M 4 °C vKFEFREUE —K CMS5 B, PR ER, R4ESR T, #bk oMs A (B 1,2),
BB AR I “Buffer”Fl“Reagent™ & 18 i & 7€ Running Buffer i, FRiC“Water & B ddH.0
WrR, IR R 32 B 25— %] System setup FfY Change Solutions, /.7 Ready to Start, EE 3 X,
LEAXERHEAT 3 IR Change Solution, JEIL IZIRIEIHERERE B IR H E IS, EEREER R
TES250 Fr 73 A Running Buffer A5EH (& 1, 3), X Change Solution #E/FFRTHAFEL 200 mL Running
Buffer,

BEIZ{THEY . Baseline Stabilization, #it5/1#&0H 8 MEIE 7712 E7E Running Buffer #i5iH,  [FINY
KB R AT REFF(E R — L5 A4 medl, (1 4)

Biacore™ 8K Control Software

Instrument control  Activity history Methods Runs

Activity queue e
© Add activity

+
1 Set flow cell temperature

+
ﬂ Set sample compartment temperature

ue Change chip

-
'G change solutions

Q v

Bl 1 sidi“Change chip”B] Bt fi; miidi“Change solutions” R PIEE R, DAR E#E RIS TIAR.

SIAM: EHRIE, ME, REE, e, ZUREE, 2500, (2025). FIIA SPR BORK HBO1-BRPF2 5 ANFIBLEHiES A 20
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Biacore™ 8K Control Software

Instrument control  Activity history Methods Runs

Activity queue .
YA Change chip
Ue Change chip Current chip
Type Maintenance
a Action required
Id 7/19/2022 1:49:41 PM
Total time 2 min e

EEr— |

Kl 2 sifi“Undock chip” G B R #asit, Bubgitihy, itk cvs B, & LBRRRRr. 25
TER A R I FE“New chip”, £ Type I R AIERN MG R AR, MIASHEE, i Dock Chip
45

' Biacore™ 8K Control Software User DESKTOP-MV19A9F\dell

Instrument control ~ Activity history Methods Runs

Activity queue |

t Change solutions

Totaltime 6 min

@ Introduction

Replaces liquid in the flow system with new solutions from the inlet tubing,

Place the Buffer tube in buffer, the Water tube in deionized water and the Reagent tube in custom reagent if it is selected to be changed (if not, put it in water).

Ensure that there is at least 130 ml solution available for the Buffer tube, 60 ml for the Water tube and (if it is selected to be changed) 60 ml for the Reagent tube.
© Add activity

® Change buffer, water and reagent

Change buffer and water

Readyto start

Run Change solutions

Kl 3 xitdi“Ready to start”JF4fi“Change solutions”

SIAMI: THRE, M, S04, e, EER0E, 2500, (2025). FIF SPR SR HBO1-BRPF2 S ARRIEBLHEHES A 70T 4
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Method Builder RNl 2. variables and positioning | 3. Cycle overview | 4. Plate layout Bk
Datacollectionrate | 10 w Mz Sample compartment temparature @ settofixed | 25 | 4C Con M -
vary with flow cell temy Running buffer HBS
Analysis 1 ®
1] Add step v
Name. Analysis 1 Fiow cell temperature | 25 | °C
Purpose | Analysis -
Ragenaration 2
Flowcall 1 (JEc (rf
Add command v

Flow cell 2
Property Variable Value Flowpath @  bothflow cells Predip
Solution HES v - J solut
Contact time 300 | s flow cell 2
Flowrate 30 | pimin

[%] 4 Baseline Stabilization F&5 % E

N L N 7S

1.

[LREEN PR iRy g
ARREYEHH HBO1-BRPF2 E & &EHMENELAREEEOH E, HArRAEBEIZN N ARETIHR:

MVVligand

R, =——F——XR
t MWanalyte X Sm mex

Hr RIS B Rona TR I ECAAARIR R, M Wiigana NECARRIFER 73 8, MWanaye A HTVIIFER 53
TR, Se LRI BREXSN, —BERIAN 11, ARLEEH 11D |, Rew NEUAS SIS SR
Pt A M, AR, Fifk (Ligand) HBOI1-BRPF2 B & &M T8N 38.3 kDa, AFIFEILH
fig A NOHTY (Analyte) HFE)5T-BZ10 800 Da, R,,q, %N 100 RU, fb2HHEELS,, N 1, J@iT E
T AT AR AR BIEER (B 4,787.5 RU, B BRI EMBBOAREBE, 120K FBGH 7 B 7E BC A
RS RIAFETCIE S YIER G, MY EES; B— i, B BN RIReERAREIEE
100%, N THRIERDPNEEES, ELmEROEfEd, EIEBEZE /DN 1.5 509 RoOHEME, XF
EAS/NFREEMNE, BAMESRRIE RSB 2 fF R AENAE B RN
FOHTINEE BN 5,

BT (pH scouting)

PRI A AR S0 e il BB AR R e e, T SRS AR IDEAR X T L e A 77 125 ] DA AR s IR |, i DA
RS FE B CMS R LI SRR 75 FORE R RO AR, 76 1E A BB n, FEEd
Pl G R IR R AIEN) pH BRI E 7 LIERAT, eSS R, DUibReAE

IR EXRSE, M, R, s, Z0REE, Z5UE. (2025). FIH SPR BRI HBO1-BRPF2 Lﬁﬁlﬂﬁ?ﬁ%ﬁAﬁ?S
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H RESSLE i ah PR H IR & AR S BRI R B, HBO1-BRPF2 HISFHLFZTN 8.0, HEZ| pH 4.0 #1 pH
4.5 BIBEIREN R MIRON T I E A E AWM & SRATHRBIZIA 5 SBERTIE, T ARSI pH 5.0
1 pH 5.5 FFMEERR NG W44, L3, Z2BIFH pH 5.0 F pH 5.5 MBS RN Z IR REEC IR B2 1 2 100
pg/mL, 200 pg/mL PIFIRE, EREE 96 FLARON RIFLAL, o 1 ik G R RS I A DA I T N8 S SO
FHIRE S S A R R, EEALATIMA R LL SRR 7 I BRI 2 10 pL. RFIREDLT

MRbESRRMA GR1, E5)

1 IERLRAFRE

R PAZE 0P pH 1E EAWE (ng/mL)
5.5 100
5.5 200
5.0 100
5.0 200

Method Builder

Datacollectionrate 10 v | Hz

Analysis ®

LG ST T L 2. Variables and positioning | 3. Cycle overview | 4. Plate layout

Sample compartment temperature (@ settofied | 25 | °C

vary with flow cell temperature

Name Analysis

Purpose | Analysis A

Property Variable Value

Selution v

Contact time 180 s

Add command v
(Ol | @ Rezenerstion1 (%)

i

Flow cell temperature | 25 | °C

High performance -

both flow cells

Predip

PERLER G, MIEERERE (B o) 48R, R A TIRERIATE N RET HARERRATE
2N

B, AR E B PV BERARIG 4& 0 200 pg/mL, pHS.S, HTEALEZR, EHKRERE

VEEEH 150 pg/mL,

SIAM: EHRIE, ME, REE, e, ZUREE, 2500, (2025). FIIA SPR BORK HBO1-BRPF2 5 ANFIBLEHiES A 20
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40000 -

& 35000 -

=, 30000 -

L)

=

3 25000

w

a

£ 20000 100mg/ml pH5.5

§ 15000 - 200mg/ml pH5.5

& 10000 - 100mg/ml pH5.0

/i

2 5000 - 200mg/ml pH5.0

[=]

7

2 0 -

o

-5000 . . . . . . . . . . .
80 -40 0 40 80 120 160 200 240 280 320 360
Time (s)

il 6 pH scouting &5l

FiC (AR P S (DR

# HBO1-BRPF2 & &E HHM pH 5.5 RUBEFRIAZ MM RESE 150 pg/mL, EDC 5 NHS DA 1:1 A ELHIRC
HITEALA, BN AR TR AEVK LR ECATE - CRUETE (LI, SRR B, B IR LA
IAFAR LERR R I BRI 10 pL, DARTRSIA IR RS AR08 S EOHAHEH BRI AR I
N2, A T4 Positioning and plate layout”FFIYFR/RECHIFFIIA 96 fLIRIE EHLZTTRERE (B
7) o TEAEFISEAFINE AR KZAER, ARRZRINEER 600 s, BT AR IR TR 19H A T =
B, AL IR E AR K 900 s, WHEH 10 pL/min, BEXFEFLHGE, WHE Baseline
Stablization F2 5 R EFR AL UABBA R EWEAE D, ZRTFIBITRESRD 6 NPLEER, MK
2] 1~2 /NI, DABRIERERAE 300 RO RIERY RU E/NTF 10,

Immobilization 1. Mothod dofinitio

3 - s o | 0 sovo s FPOREY
.

# Bottles Ascending @) Descending Estimated runtime 41 min

Bufferbottle  200ml HBS

Plate 1

tle  200ml Water

bottle  empty

vew [ voome summer y

@ Fare1ss v 135 HeS HBs
Plate 1A5 v 135 HBS HBS EDCHNHS EDCHNHS EDCHNHS EDCHNHS EDCHNHS EDC4NHS
@ Plate1as v 19 Hes HBS 150ug/ml HBO1PHS.5  150ug/mI HBO1PHS5  150ugimi HBO1PHS.S  150ug/ml HBO1 PHS.S  150ug/mi HBO1PHS5  150ugimi HBO1 PHSS
Plate 1 6 | Plate2
e | 96 well 250 pl ~ | e | 96well250pl
200000000 200000000
100000000 : 00000000
00000000 00000000
00000000 000000
00000000 00000000
00000000 00000000
00000000 00000000
00000000 00000000
Ooceoeoeo000 00000000
00000000 00000000
Q0000000 Q0000000
OOCOCOOC 00000000
ccccccccccccccc

Bl 7 RCORBIRR s A

IR ERRE, S, RH

, M, ZPRIE, 2. (2025). FIAH SPR BoRKGM HBO1-BRPF2 S5 FIBL ARG A 70+ 7
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= AR R

FEIEIRERT, T HE TN E VO, ARSI T AR E, 250102 1 uM A 10 pM
(E8)

Me‘thod Builder 1. Method definition | 2.Variables and positioning | 3. Cycle overview HE é
# Bottles Sort positions Astendin g @ Descending
Bufferbottle 200 ml HBS
Waterbottle 200 ml Water Plate 1
Reagent bottle empty Leftmost Volume A B [+ D E F G H
position  pl Channell Channel2 Channel3 Channel4 Channel5 Channel6 Channel7 Channel8
View m Volume summary
A3 89 HBS HBS HBS HBS HBS HBS HBS HBS
CoA Ace-CoA Pro-CoA But-CoA Cro-CoA Succ-CoA
d  Platel A2 e HES HEs 10pM 10 pM 10 pM 10pM 10 M 10pM
CoA Ace-CoA Pro-CoA But-CoA Cro-CoA Succ-CoA
Type 96 well 250 pl AL a8 Hes HES 1uM 1pM 1uM 1M 1M 1M
200000000
1QO000Q00
wQO000000
sO000000C0
Q0000000
00000000
cO000000C0
sO0000000
Q0000000
00000000
:00000000
100000000
A B CDEFGH

Bl 8 BN R R R A

ZEATIAGE RERLZERE 10 pM E N ZIEIREN 1 AR TT I i iR, TR SRR AL DA 2 (5 B it
TIRRE, 3510 DNIREEEE, SRR LAY 77 BT,

I N9 BRI N2 AVA

DA LRSI LT T AKR TR TS (OTEA 10 uM N EIREE, BT 2 (S RREERRE, 10
MKED) , BIRIHAIERK R,

HR/NFRIRERSE, RE 71 Startup (Bl Buffer) 13 MEIRE (AR INTYIKENZ) o M Plate
layout” 1 ] AR E & 4> FL AT R A0 BIIRAA RN R AA RN, I8 AT AR ZIFE e 1817 Bl 7 I 18] DA K /8 B8 P 7

Running Buffer FIZKHE & (B 9~11) ,

IR EXRSE, M, R, s, Z0REE, Z5UE. (2025). FIH SPR BRI HBO1-BRPF2 Lﬁﬁﬁlﬁ?ﬁ%ﬁAﬁ?S

MEIAH EL/E R SEA1 /. Bio-101 €1011023. Doi: 10.21769/BioProtoc.1011023
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Method Builde

Datacollectionrate | 1 v

Startup ®

r WL TG 2. Variables and positioning | 3. Cycle overview | 4. Plate layout

Hz

Analysis

Sample compartment temperature @

settofixed

25

oc

vary with flow cell temperature

© Sendto queue u E
Concentration unit | pM

Running buffer

HBS

Name Analysis Flow celltemperature | 25 | °C Repeat within
Purpose | Analysis -
Flow cell 1
Add command v
Flow cell 2
Property Variable Value Type High performance - Predip
Solution v e
Flowpath @ both flow cells "
Contact time 240 s ——
Dissociation time 270 | s flow cell 2
Flow rate 30 plimin
Comment
Concentration L4
Malecular weight 400 | D2
3] eqe
K9 IEXIEHE 7 B El——Method definition
Method Builder 1. Method definition | 2.Variables and positioning | 3. Cycle overview [PRECYSY RORESTITTTN L) kg o
# Bottles Sortpositions | Ascendng @ Descendng e SO
Bufferbottle  400mI HBS .
Waterbottle  300ml Water Plate 1
Reagent bottle empty Leftmost Volume A B c D E F G H
position  pl Channel1 Channel2 Channel 3 Channel & Channel 5 Channel 6 Channel 7 Channel 8
03125pM  03125§M  03125§M  03125yM  03125pM  03125uM
Con Ace-CoA Pro-CoA But-CoA Cro-CoA Succ-CoA
d  Plate1 d  Plate2 AlL s HEs HEs 015625§M  015625yM  015625pM  0.15625pM  0.156254M 015625 pM
T S 0 Con Ace-CoA Pro-Coa But-CoA Cro-CoA Suce-Coa
bz ESEIEED] 372 EST EEDY A0 a7 HEs HeS 015625yM  015625UM  015625§M  015625pM  015625pM 015625 M
200000000 200000000 A9 178 HES HES o AceCor 8 But-Cor suce Cor
283888888 133333353 femnan exem Suew Gese e s
©00000000 200000000 AE B HES Hes 0078125yM 0078125)M 00781254M 0078125yM O0O7S1254M  0078125uM
200000000 | 00000000 con AeCoA  ProCoA  ButCoA  CloCoA  Succ-CoA
A7 178 HBS HBS
t00000000 :00000000 00390634M  0039063yM 0039063uM  0.039063pM 0039063 pM 0039063 hM
100000000 700 PP, es . coa Ace-CoA Cro-CoA Succ-CoA
00000000 s00 0039063uM  0039063yM 0.039063pM 0039063 yM 0039063 M 0039063 uM
sO0000000 s00 s 178 es as CoA Ace-CoA Pro-CoA But-CoA Cro-CoA Succ-CoA
t:00000000 +00 0019531pyM  0019531yM  0019531pM 0.019531pM 0.019531pM  0.019531pM
:00000000 300 s oS s CoA Ace-CoA . But-CoA Cro-CoA Succ-CoA
:00000000 200 0019531yM  0019531pM  0019531yM  0019531yM  0019531uM 0019531 pM
100000000 100 s s s Cor Ace-CoA Pro-CoA But-CoA Cro-Coa Succ-CoA
ABCDEFGH RECDEFGH opm opm oM oM opm oM
coA Ace-CoA Pro-CoA But-CoA Cro-CoA Succ-CoA
Az s HEs HeEsS opM opM opM opM oM ouM
CoA Ace-CoA Pro-CoA But-CoA Cro-CoA Succ-CoA
Plte AL e HEs Hes opM M ouM opM ouM opM
Plate 2
Leftmost Volume A B c D E F G L]
position  pl Channel1 Channel2 Channel3 Channel4 Channel5 Channel6 Channel7 ~Channels
R HBS Hes Hes HBs Hes HBs HBS Hes
A6 178 HBS HBS HBS HBS HBS HBS HBS HBS

P 10 [EUSEEAE)5 5 B——Variables and positioning

LA FHREE, M, REE, BE, 22EREE, 250 (2025). FIA SPR BRI HBO1-BRPF2 5 AR FIBLHAIEG A 2T 9
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Method Builder 1. Method definition (IRl 5.cycleoverview | 4. Plate layout [T

Plate 1 W | Plate2

e | 96 well 250 ul v e 96well250pl

CE— 133888888
n

Wi Clipboard 2100000000

100000000
g

© Addcycle 00000000
s

© Removeall cycles :OOOOOOOO

-568558650566

<< e ¢

o
o
[
[
[
[
[
C]

nnnnnnnnnnnnnnnn

g
2
<< <<

CoA v 0

B 11 IR

Plate layout

i, PRSI DUR AU

T8 “Plate layout” 7R H T EoRHIIUA I BACHIZTA, BLATIARIN 258 10 L 7e45, DARGEFSKtRE
NS, AR AR T N ATE Ny, AZIR D HTYIREIR: 7K: 10x HBS =1:899:100 R 344
1,000 A5 RE 2 S m IR 10 uM, SR/ EH2FH Running Buffer 55 il R B /AT V0 EA T I 5 16 FE R
B

FEHRMERF X2 BRIFESRES T RO HAMA 96 fLIkH . KREMF Running
Buffer FIZKIJRZ G, RHlairn 96 fUAREME LY, TERAE 96 fLik A1 MR E L BEHFERAEIL
AR EICE 1AL,

N Bagsar 5 EER G

SLIRERSE, HEM“Runs”HEREALILER, A di“Run Properties”, F & di“Open in evaluation software”
TEDHTRFRFT ISR, s di“Select evaluation method” 7 [1}“Multi-cycle kinetics-Evaluation method”, XI5k
Ko g ST R HIWT 5 AL A,

TEDAARSE RIS RN E . WG RIE W] DAE R 2l 2t B RRORE, EERR SRR (B 12),

IR EXRSE, M, R, s, Z0REE, Z5UE. (2025). FIH SPR BRI HBO1-BRPF2 5Kﬁﬁﬁ%§ﬁAﬁ¥lo
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CoA Ko=164uM Ace-CoA Kp=2.05uM Pro-CoA Ky=222uM

560

32 {
28 {
24
20 {

2161
124

@ 0 30 160 240 320 400 430 560 w0 B 8 290 FSa0 980 3O . UBSD a0 0 80 180 320 400 480 56D

Time (s) Time (s) Tm?eu(s)

0.019531 pM 0.039063 pM 0.078125 pM 0.15625 pM 0.3125 pM 0.625 pM 1.25 M 2.5 pM 5pM 10pM

¥ 12 HBO1-BRPF2 5k LAl A FBAMNG Gk, EIHHEEE A 455 53519 CoA: coenzyme A;
Ace-CoA: acetyl-CoA; Pro-CoA: propionyl-CoA; But-CoA: butyryl-CoA; Cro-CoA: crotonyl-CoA; Succ-

COA: succinyl-CoA,

7NMEIER) Baseline JAAEEPMENTIE AR H B2 RS, WBAEE S A ERRAEA AR S HIR]RE E
FHRBEIFEAS cycle MIAHELGEEIGEZBILAFR BN, THEA cycle WRIELRRFRE. (B 13) o

35860 35620 35420
L) L)
35840 T8, 35600 { ®, 30400 Ve,
L)
o, ., 35380 %o,
35820 ., 35580
35360
35800 35560 5310
35780 35540 4 35320 1
1 9 17 25 1 9 17 25 1 9 17 25
ch3 ch4 chs
35440 35280 35340
L) L)
LS . .
35420 | oy 35260 { 35320 | %,
L) L) L)
L)
L)
35400 35240 35300
35380 35220 35280
35360 35200 + 35260
1 9 17 25 1 9 17 25 1 9 17 25
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critical for promoter histone acylations,
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